In the mononuclear title complex, [CdBr 2 (C 20 H 17 N 3 )-(C 3 H 7 NO)], synthesized from the quinoline-derived Schiff base 2-(1H-indol-3-yl)-N-(quinolin-2-ylmethylene)ethanamine (IQME), the coordination geometry around the Cd 
In the mononuclear title complex, [CdBr 2 (C 20 H 17 N 3 )-(C 3 H 7 NO)], synthesized from the quinoline-derived Schiff base 2-(1H-indol-3-yl)-N-(quinolin-2-ylmethylene)ethanamine (IQME), the coordination geometry around the Cd Table 1 Hydrogen-bond geometry (Å , ). et al., 2000; Henkel & Krebs, 2004; Penkova et al., 2010) . The synthesis of a complex of cadmium (II) using the quinoline aldehyde derivative of the Schiff base 2-(1H-indole-3-yl)-N-(quinolin-2-ylmethylene)ethanamine (IQME) has not previously been reported. The present work is part of an ongoing structural study of Schiff-base metal complexes (Faizi & Hussain, 2014; Faizi & Sen, 2014; Faizi et al. 2014; Moroz et al., 2012) and we report herein a newly synthesized structure of Cd II complex with IQME, [Cd(Br) 2 (C 20 H 17 N 3 )(C 3 H 7 NO)].
In the structure of title compound, the geometry around the Cd centre can be described as a distorted trigonal bipyramidal, in which the Cd atom is surrounded by one bidentate ligand, two bromines and one DMF molecule coordinated via oxygen ( et al., 2009; Petrusenko et al., 1997) . Intermolecular N-H···Br and C-H···Br interactions generate an overall layered structure lying parallel to (010) (Fig. 2) .
S2. Experimental
The iminoquinolyl compound 2-(1H-indole-3-yl)-N-(quinolin-2-ylmethylene)ethanamine (IQME) was prepared by reacting 2-quinolinecarboxaldehyde with a substituted aniline and was obtained in high yields. This compound was characterized by FT-IR, NMR and ESI-Mass spectroscopy. A mixture of IQME (0.10 g, 0.33 mmol), cadmium(II) bromide (0.09 g, 0.33 mmol) and ethanol (5 ml) were stirred vigorously for 1 h, after which the precipitate was filtered off and redissolved in dimethylformamide. Crystals of the title complex suitable for X-ray analysis was obtained within 3 days by slow evaporation of the DMF solvent.
S3. Refinement
H atoms were placed in calculated positions and treated as riding on their parent atoms with C-H = 0.95 Å, N-H = 0.88 or 0.91 Å. U iso (H) = 1.5U eq (N) for the amino-H atoms and 1.2U eq (C,N) for the others. The molecular conformation and atom-numbering scheme for the title compound, with non-H atoms drawn as 40% probability displacement ellipsoids.
Figure 2
The one-dimensional hydrogen-bonded chain structure in the title compound extending along b, with hydrogen bonds shown as dashed lines. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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